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Physico-chemical- biological characteristics of the sediments in

Samphng Summary of general characteristic of studied caves _ _
. _ Investigated caves.
Caves Codes GPS coordinates Region Depth Annual g
The three zones for the (M) | precipitatio | - =7y Macro- Sampling | Distance pH Organic Total | Tempe | Humi
%\ (entrance twil ight dark) : caves _ n codes biodiversity | areadepth | from the matter carbo | rature |dity
‘ ’ ’ Ainsmaral | AS1 36°15'34,85"N Constantine |  -10 630 mm ded 0
of a cave - (recorded so (m) entrance (%) nate ©C) (%0)
' far) (%)
(graph from _ _ _
Ainsmara?2 | AS2 36°15'34,85"N Constantine -10 630 mm AS1 Spiders -10m 15m 8,6+0,02 | 156+098 | 90 13 60.0
www.howstuffworks.com) Nt
Enfranco Twilight II h I T - BT 36°26'12 5"N 5 042 0 E Boia NA 330 AS2 Splders -10m 20m 1,7+ 0,02 0,83 + 0,18 100 14 61.0
i . anche °46'12.5"N 5°04'42.9" ejaia mm

Variable - i PS' d t € Sam p €s J BL - -10m 48m 93+0,00 | 0,46 0,25 | 100 13 61.3
D] N were ta ken from the Bouakkous | BOU | 35°25'04.4"N 7°57'49.2"E Tébessa -50 830mm BOU B 50 27m 71+ 001 | 037+0,31 80 10 722
Boussouil | ANOU | 36°28'09.4"N 4°11'29.5"E | Bouira | -805 | 650 mm ANGIL | D [ttt | - =S0 B0 DIt 3 TS| SRk

insects
Ghardbaa | GD | 36°21'40.8"N 6°28'29.7"E | Constantine | NA 630 mm -100m 7,15+0,03 0.00 80 4.5 | 99.99
- -450m 6,91+ 0,03 0.00 80 3.2 99.99

Ghardjmaa | GG 36°27'27.2"N 7°23'08.9"E Guelma -129 557 mm

GD Bats - 45m 75+ 0,00 | 2,12+0,31 10 13.5 84.0

Mchounech | MB1 34°57'23.4"N 6°24'1.6"E Biskra NA 141 mm Moths
1 GG Moths - 68m 8,3+0,00 | 0,18+0,12 0 14.1 73.3
Mchounech | MB2 | 34°57'41.6"N 6°00'48.6"E Biskra NA 141 mm MB1 Reptiles - Om 8,1+0,00 | 0,09+0,06 | 40 23 43.2

2 .

Pirate PR | 36°46'19.4'N 5°0553.9'E | Bejaia NA 830mm — Reptiles - 11m 7,4+0,12 0.00 60 | 25 | 422
PR Bats - 39m 8,0+ 0,00 | 469+0,18 40 19 63.3

NA= not applicable Algerian national meteorological office
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Antibiotic susceptibility survival in GIT
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AB045094, Paenibacilius pabuli, Pagnibacillus pabul
AY427832, Paenibacillus xylaniyticus, Paenibacilius xylaniyticus, air sampie

] Paenibacillaceae
0L823171, Cave sediment isolate A9, cave sediments, Mchounech 1, Algeria

Conclusion

_{-— AYB67496, Badlllus koreensis, Bacilus koreensis, rhizosphere soll, South Korea
OM146734, Cave sedment isolate BS13_rey, cave sediments, Ain Smara 1, Algeria
JX293295, Bacilus qingshengil, Bacllus gngshengii
D16273, Bacilus megaterium, Bacillus megaterium

Phylogenetic tree
(unrooted) showing the

Cave microorganisms studies may lead to

0L823178, Cave sediment isolate J4, cave sediments, Boussouil, Algeria i . . .« L. . .
0L823173, Cave sediment isolate D3, cave sediments, Mchounech'\gmgena tentative 16S rRNA gene *** Microbes could be isolated from deep, pristine caves in Algeria.
- AJ439078, Badlllus simplex, Badilus simplex .

relationships between
the 13 isolates retrieved
in this study and their
closest relationships to

% 13 out of 250 cave isolates of heat tolerant, spore-forming bacteria
showed probiotic potential.
** However, the age and role of these isolates in their natural cave

- EF206234, Bacilus butanolivorans, Bacilus butanolivorans
0L823179, Cave sediment Isolate SSI5, cave sediments, Boussoull, Algeria
OL823175, Cave sediment isolate D)17, cave sediments , Ghar Djgmaa, Algeria
[ 0L323174, Cave sediment isolate D)16, cave sediments, Ghar Djemaa, Akjeria
0L823172, Cave sediment Isolate BS16, cave sediments , Ain Smara 1 , Algeria
s KY003162, Bacillus capparidis, Bacillus capparkds, root of plant
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Bacili and Tenercutles

KF995513, Bacillus gobiensis, Bacillus gobiensis, soil China Bacilaceae environment is still unknown.
Y 0’425;0505, Cave sediment isolate BS14, cave sediments, Ain Smara 1, Algeria 15 other sequences

HQ223107, Bacilus tequiensis, Bacillus tequilensis

KU836854, Bacillus nakamural, Badillus nakamural, £oil from culturable Acknowl edge ments

OL823176, Cave sedimant Isolate F9, cave sediments, Mchounech 2, Aigera : i . g P . - -

0L823177, Cave sediment isolate F10, cave sediments , Mchounech 2, Algeria organisms within the - Association de Spéléologie et Sports de Montagne de Bejaia CSSMB,

AJ276351, Bacillus sublilis subsp. subtils, Bacillus subtilis i ; .
0L823170, Cave sediment isolate A8, cave sediments, Mchounech 1, Algeria LTP database, version Algerie.
0L823180, Cave sediment isolate T1, cave sediments, Bouakkous, Algeria 132. . . . ;.
JX680133, Bacillus zhangzhouensis, Badillus zhangzhouensis - Section action speleo canyon, CAV, Constantine, Algérie.
AY876289, Bacillus pumilus, Bacllus pumilus

- Ministry of higher education, Algeria.
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AF234854, Bacillus safensis, Bacillus safensis
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